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Machine learning for precision medicine,
made easy

Actionable insights from big data Pharmacology-Al makes finding actionable
insights from your big data quicker and easier.
For precision medicine, “big data” can be used to identify
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How Pharmacology-Al can work for you
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Identify the key features
determining clinical outcomes,
drug or biomarker response
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Benefits of Pharmacology-Al
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Identify responsive patient populations
to design smarter clinical trials.

Quickly and easily reveal the multiomic
or clinical features driving drug
responses, biomarker levels, or other
clinical endpoints.

View and download Al analysis outputs
in an easily interpretable and interactive
format via a secure web portal built in
compliance with industry standards.
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Combine your analysis with preclinical
human tissue research to enhance your
translational data sets and increase your
chances of clinical success.

View quality control results that provide
confidence in Al algorithm predictions.
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Pharmacology-Al ranks the features that have the greatest
impact on the drug/biomarker response and displays them in
an interactive report.
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To the right is an illustrative example using synthetic data
(based on REPROCELL generated real world data) from several
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previously unseen patients.
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Impact vs. mean response (SHAP value) / % points of control

Find out more:
reprocell.com/pharmacology-ai
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